Figure S1. Expression Analysis of the Human LRRC50 Gene in Different Human Tissues, as Assessed by Means of Quantitative RT-PCR Analysis
LRRC50 transcripts are found at a higher level in trachea and at lower, but significant, levels in testis and lung. The ubiquitously expressed ERCC3 gene was used as an internal control to normalize the data. A representative experiment of 3 independent experiments is shown. 500 ng of total RNA from different human tissues obtained from Clontech (Takara Bio Europe/Clontech, Saint Germain en Laye, France) were primed with 2.5 mM of oligodT and then subjected to reverse transcription with the Reverse Transcriptor kit from Roche, following manufacturer's conditions. cDNAs were amplified in the light Cycler LC480 (Roche / Boehringer, Mannheim, USA) with the LC480 probe master mix (Roche) using a forward primer in exon 4 (5'CAGCAACAATTACATCAAGACCA3') and a reverse primer in exon 5 (5'GCCATCTGCAATGTGTTCAG3'). RNAi cells. Fifty-three percents of axonemes
